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Supplemental Figure S10 . Top 20 up-and down-regulated statistically significant differentially expressed genes between control (PBS) and caerulein injected wild type mice pancreas at 2 days post pancreatitis induction. There are 2066 up-regulated and 2036 down regulated genes (fold change > 1.5, p < 0.05) identified (total 4102 genes). Ranking is based on FDR adjusted p-value of each gene. Supplemental Figure S11 . Characterization of differentially expressed genes. Heat map depicts all differentially expressed genes at a total of 4102 genes. Venn diagrams indicate the relationship of up-or down-regulated genes identified between Boggs et al. (Boggs et al., 2018) and Quan et al.
Up-regulated genes
(current study). Numbers in the Venn diagrams show the number of genes in each category.
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Quan et al. AND Boggs et al. (112) Quan et al. ONLY (1954) Boggs et al. ONLY (122) Supplemental Figure S12 . KEGG pathway enrichment analysis of up-regulated genes from the Venn diagrams in Suppl. Figure 8 . Within the up-regulated genes, the common genes (112 genes) for both Boggs et al.(Boggs et al., 2018) 
